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editors [303, 8, 158, 470, 813]. Eds [611]. EEG [681, 328]. effect



10

[911, 519, 269, 719, 17, 494, 362, 363, 662, 76, 689, 897, 253, 861, 459, 419, 564].
Effective [66, 67, 80, 79, 81, 919, 65, 70, 68, 69, 35]. effectiveness [330, 802].
effects [597, 204, 816, 874, 728, 139, 173, 372, 145, 88, 198, 645, 878, 132, 91,
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[644] Maŕıa Xosé Rodŕıguez-Álvarez, Maŕıa Durbán, Paul H. C. Eilers, Dae-
Jin Lee, and Francisco Gonzalez. Multidimensional adaptive P -splines
with application to neurons’ activity studies. Biometrics, 79(3):1972–1985,
September 2023. CODEN BIOMB6. ISSN 0006-341X (print), 1541-0420
(electronic).

Daly-Grafstein:2023:CPN

[645] Daniel Daly-Grafstein and Paul Gustafson. Combining parametric and
nonparametric models to estimate treatment effects in observational stud-
ies. Biometrics, 79(3):1986–1995, September 2023. CODEN BIOMB6.
ISSN 0006-341X (print), 1541-0420 (electronic).

Cheng:2023:SET

[646] Yu-Jen Cheng, Yen-Chun Liu, Chang-Yu Tsai, and Chiung-Yu Huang.
Semiparametric estimation of the transformation model by leveraging ex-
ternal aggregate data in the presence of population heterogeneity. Biomet-
rics, 79(3):1996–2009, September 2023. CODEN BIOMB6. ISSN 0006-
341X (print), 1541-0420 (electronic).

Lee:2023:SJM

[647] Chun Yin Lee, Kin Yau Wong, Kwok Fai Lam, and Dipankar Bandy-
opadhyay. A semiparametric joint model for cluster size and subunit-
specific interval-censored outcomes. Biometrics, 79(3):2010–2022, Septem-
ber 2023. CODEN BIOMB6. ISSN 0006-341X (print), 1541-0420 (elec-
tronic).

Dai:2023:RAE

[648] Guorong Dai, Yanyuan Ma, Jill Hasler, Jinbo Chen, and Raymond J.
Carroll. A robust approach for electronic health record-based case-
control studies with contaminated case pools. Biometrics, 79(3):2023–
2035, September 2023. CODEN BIOMB6. ISSN 0006-341X (print), 1541-
0420 (electronic).

Yu:2023:QRN

[649] Aiai Yu, Yujie Zhong, Xingdong Feng, and Ying Wei. Quantile regression
for nonignorable missing data with its application of analyzing electronic



REFERENCES 123

medical records. Biometrics, 79(3):2036–2049, September 2023. CODEN
BIOMB6. ISSN 0006-341X (print), 1541-0420 (electronic).

Liu:2023:FMA

[650] Huihang Liu and Xinyu Zhang. Frequentist model averaging for undi-
rected Gaussian graphical models. Biometrics, 79(3):2050–2062, Septem-
ber 2023. CODEN BIOMB6. ISSN 0006-341X (print), 1541-0420 (elec-
tronic).

Todem:2023:NST

[651] David Todem, Wei-Wen Hsu, and KyungMann Kim. Nonparametric scan-
ning tests of homogeneity for hierarchical models with continuous covari-
ates. Biometrics, 79(3):2063–2075, September 2023. CODEN BIOMB6.
ISSN 0006-341X (print), 1541-0420 (electronic).

Mollenhoff:2023:IAC
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